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Cancer results from accumulated mutations in the genome. Sequencing is an accurate method to detect
mutations. Second-generation sequencing technology, commonly referred to as next-generation sequencing
technology, enables rapid, efficient and affordable DNA sequencing, and is transforming the scale and scope
of cancer research. The technology is sufficiently flexible and affordable to allow sequencing of many cancer
genomes, and thus facilitates both sequencing of samples from large patient cohorts and during disease
progression in individual cancer patients. The high depths of redundant sequence coverage that can be
obtained using some second-generation sequencing technologies, along with sequencing reads amplified
from single DNA molecules, facilitate detection of subclones of cells in tumors. Large-scale genome
sequencing of hundreds or even thousands of cancer samples is being conducted by several groups that aim
to identify and characterize cancer driver mutations. Goals of such work, previously infeasible with Sanger
sequencing instruments, are to use this information to improve cancer prognosis, diagnosis and therapeutic
decision-making. The speed of data analysis is rate limiting, and investigators are struggling to accommodate
and interpret the data deluge produced by second-generation technologies. In this chapter, we discuss cancer
properties that are revealed by sequencing and the implication of such properties in experimental design and
data interpretation. We describe past, current and upcoming sequencing technologies and the application of
second-generation sequencing technologies in cancer genomics. Finally, we discuss the impact of second-
generation sequencing technology in shaping personalized medicine.
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From reader reviews:

Paul Flynn:

The book Cancer Genomics: Chapter 2. Second-Generation Sequencing for Cancer Genome Analysis can
give more knowledge and information about everything you want. So just why must we leave a very
important thing like a book Cancer Genomics: Chapter 2. Second-Generation Sequencing for Cancer
Genome Analysis? Several of you have a different opinion about book. But one aim that will book can give
many information for us. It is absolutely correct. Right now, try to closer using your book. Knowledge or
information that you take for that, you can give for each other; it is possible to share all of these. Book
Cancer Genomics: Chapter 2. Second-Generation Sequencing for Cancer Genome Analysis has simple shape
but you know: it has great and large function for you. You can appear the enormous world by wide open and
read a guide. So it is very wonderful.

Maria Antoine:

Book is to be different per grade. Book for children right up until adult are different content. As it is known
to us that book is very important for all of us. The book Cancer Genomics: Chapter 2. Second-Generation
Sequencing for Cancer Genome Analysis seemed to be making you to know about other information and of
course you can take more information. It doesn't matter what advantages for you. The guide Cancer
Genomics: Chapter 2. Second-Generation Sequencing for Cancer Genome Analysis is not only giving you
far more new information but also to become your friend when you experience bored. You can spend your
personal spend time to read your guide. Try to make relationship together with the book Cancer Genomics:
Chapter 2. Second-Generation Sequencing for Cancer Genome Analysis. You never experience lose out for
everything in the event you read some books.

William Davis:

Information is provisions for anyone to get better life, information presently can get by anyone with
everywhere. The information can be a know-how or any news even a concern. What people must be consider
while those information which is within the former life are difficult to be find than now could be taking
seriously which one is appropriate to believe or which one often the resource are convinced. If you find the
unstable resource then you obtain it as your main information you will see huge disadvantage for you. All
those possibilities will not happen inside you if you take Cancer Genomics: Chapter 2. Second-Generation
Sequencing for Cancer Genome Analysis as the daily resource information.

Richard Osteen:

Hey guys, do you would like to finds a new book to learn? May be the book with the headline Cancer
Genomics: Chapter 2. Second-Generation Sequencing for Cancer Genome Analysis suitable to you? The
particular book was written by well-known writer in this era. The actual book untitled Cancer Genomics:



Chapter 2. Second-Generation Sequencing for Cancer Genome Analysisis the one of several books which
everyone read now. This kind of book was inspired lots of people in the world. When you read this book you
will enter the new age that you ever know before. The author explained their concept in the simple way, thus
all of people can easily to recognise the core of this book. This book will give you a lots of information about
this world now. So you can see the represented of the world in this particular book.
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